1/11 



PCT/GB98/00095 



Fig.lA. 

50-1 




Fig.lB. 

50-1 




SUBSTITUTE SHEET (RULE 26) 



wo 98/30902 



PCT/GB98/00095 



2/1 1 



EE3 



z • 



SUBSTITUTE SHEET (RULE 26) 



PCT/GB98/00095 



3/11 





SUBSTITUTE SHEET (RULE 26) 



wo 98/30902 



4/11 



PCT/GB98/00095 




SUBSTITUTE SHEET (RULE 26) 



wo 98/30902 



PCT/GB98/00095 



5/11 




SUBSTITUTE SHEET (RULE 26) 



wo 98/30902 



PCT/GB98/00095 



6/1 1 



Figure 6 



1 + + + + + + 60 

CACTAATTTATCaSACTTTAGTCACAAAa^ 

VIK*AEISV**LRTLYM*HC 

GATATAAATOHTJ^lTCGCaSAGTATAGATC^ 

61 + + + + + + 120 

CTATATTTAGCATTCTAAGaSGCTCATATC^^ 

DINRKIRRV*INNIGFITYV 

GTTTGTGCAGTACTAGAGTTAAGATCGTITTC^ 

121 + + + + + 180 

CAAACACGTCATGATCTCAATTCTAGCAAAAC^ 

VCAVLELRSFSIPYFLLFSF 

U ' i ' iU ' lXyri A' ITl ' lU XJ'ltJ' XTri TACCTTTTCn^ 

181 + + + + + + 240 

AAAAACAATAAAAAGAGaAAAATGGAAAACAGTGGTATAATTTA^ 

FLLFFSFYLLSPy*IFKQI* 

CTATGAAAAAATCCTTTAAACOTAT(7ITAATATGTCX^ 

241 + + + + + — + 300 

GATA CI ' ITITI AGGAAATTTGTATACAATTATACACCIT^ 

L*KNPLNIC*YVENKY*NKN 

CTAGAACTGAAGGAAATAGTAACGGArrATTTAGGTAlX^ 

301 + + + + + + 360 

GATCriTGACTTOCTTTATCATTCCC^^ 

LELKEIVTDYLGMISALDSI 

CCGGAGCOCXTU^CTTTCOCSCCTAGTC^ 
361 + + + + + + 420 

GGGCraXXXnTTTCAAACGOGGATCa^GGTCr^^ 

PEPQNFAPSPDFKWLCEELF 

GTGAAGATACATCAAGriTCAAATTAATQGAACXSGC^^ 

421 + + + + + + 480 

CACTTCTATtnACTTCMGriTlS^ 

VKIHEVQINGTAGTGKSRSF 

AAGTACTATCAAATAATATCGAATTTCCTOGAAArK^^ 

481 + + + + + + 540 

TTCATGATACITrATTATAGCTTAAAGCAGCTI^ 

KYYEIISNFVEMWRKTVGNN 

ATATATCXTIGCACTGGTIXriTGCTCrrCC^^ 

541 + + + + + + 600 

TATATAGGACXTTGACCAAGAACXSAGAAGQGATGGCGCTATCT^ 

lYPALVLA LPYRDRRIYNIK 
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rigure 6 (Continued ) 

GATrATGTATTAATAAGAACTATATGCTCTrrACITO^^ 

601 + + + + + + 660 

CTAATACATAATTATTCTTGATATACGAGAATG?VACT^^ 

DYVLIRTICSYLKLPKNSAT 

GAGCAGCQGTTAAAAGATTCXSAAACAGCGTtnCGGTAA^ 
661 + + + + — : + + 720 

CTCGTaXCAATTTTCTAACXriTTXri^^ 

EQRIiKDWKQRVGKGGNLSSL 

CTTGTGGAAGAAATTCCTAAAAGAAGGGCTGAACCTAGC^^ 

721 + -I- + + + + 780 

GAACACCTTCrrTTAACXjATTTTCTTCC^ 

LVEEXAKRRAEPSSKAITID 

AACGTCAATCACTATCTCGATAGTTTGAGT^^ 

781 + + + + + + 840 

TTGCAGTTAGTGATAGACCTATCAAACTCACCT^^ 

NVNHYLDSLSGDRFASGRGF 

AAGAGTCTTGTCAAGTCCAAACXTITTCCrGC^ 
841 + + + + + + 900 

TTCTCAGAACAGTTCTyCSGTTTGGAA^ 

KSLVKSKPFLHCVENMSFVE 

TTAAAATACTTCriTIGATATCXrrcCTTA^ 

901 + + + + + + 960 

AATTTTATGAAG^JAGTATAGCACGAATTTTTATCrCA 

LKYFFDIVLKNRVIGGQEHK 

TTGCTAAACTGCTGGCATCCTGATGCTCAGGATrAT^ 
961 + + + + + + 1020 

AACGATTTGACXSACCGTAGGACTAOGAGTCCTAATAGAAT^ 

LLNCWHPDAQDYLSVISDLK 

GKXSTAACrriCAAAACTTTATCAl^^ 

1021 + + + + + + 1080 

CACCATTCAAGTTTIGAAATACTAGGTTTTC^ 

VVTSKLYDPKVRLKDDDLSI 

AjA G ^ l ' iXjGC ' lTiX:; CATT0GCCCXXXAATTOGCX2?^^ 

1081 + + + + + + 1140 

TTTCAACCGa^CGTAAGOGGGQGGTTAATCG GU ' rm 

KVGFAFAPQLAKKVNLSYEK 

ATATGCCGTACACTACA1X3ATX3ATTTTITOGTAGAAGAAAAAAT^^ 

1141 + + + ^. + + 1200 

TATACGGCATCTGATGTACTACTAAAAAAOCMCITC^^ 

ICRTLHDDFLVEEKMDGERI 

CAAGTTCATTATATCAATTATCCnGAATCXrATA^ 

1201 + +~ + + + + 1260 

GTTCy^AGTAATATACTTAATAarACTTAQGTATTTTAA^^ 

QVHYMNYGESIKFFSRRGID 
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Figure 6 (Continued ) 

TATACCTATTTCTrACGGAGCGAGCTTATCMCA^^ 

1261 + + + + + + 1320 

ATAIXXSATAAACATGCCTCGCTOSAATAGTAGTOT 

YTYLYGASDSSGTISQHLRF 

ACAGJm^GTCOTAT^AGAATCTGTITTAGATGGA^ 

1321 + + + + + + 1380 

TCTCTATCACAATTTCTTACACAAAATCTACC^^ 

TDSVKECVLDGEMVTFDAKR 

CGGGTGAlTCrPrcCATTOGGTCriTC^ 

1381 + + + + + + 1440 

GCCCACTAAGAAGGTAAGCCAGAACAATTTCCTTCAO^^ 

RVILPFGLVKGSAKEALSFN 

AGTATAAATAATC?rTGACTITCAaXXrTTAT^ 

1441 + + + + + + 1500 

TCATATTTATTACAACIXy^GTGGGGAATATATACCAC^ 

SINNVDFHPLYMVFDLLYLN 

GGGACTTCX?ITCACACCATTACXXX?IT^ 

1501 + + + + + + 1560 

CCCTGAAGCAACTGTGGTAATGGGGAAGTAGTTTCXr^^ 

GTSLTPLPLHQRKQYLNSIL 

AGTXrCCTTOAAAAATATOCTAGAAATAGTACGATCTT^ 

1561 + + + + + 1620 

TCAGGGAACTTTTTATAACATCTTTATCAT^ 

SPLKNIVE IVRSSRCYGVES 

ATCAAAAAGTC7ITTAGAAGTTtX:AATCTCACTGGGT^^ 
1621 + + + + + 4- 1680 

tagtttttcagaaatcotx:aaogttagagtgacc^^ 

ikkslevaislgsegvvlky 

tataattcaagttataaoxnxxsccagtc^ 

1681 + -f- + + + + 1740 

ATATTAAGTTCJ^TATrACAGCQGTCAQCTTTGTTG^ 

YNSSYNVASRNNNWIKVKPE 

TATTTCXaiGGAATTTOGAGAGAATTTAGACTT^^ 

1741 + + + + + 1800 

ATAAACCTCXTTTAAACCrCTXTITAAAT^^ 

YLEEFGENLDLIVIGRDSGK 

AAAGATIClTTTATGCTAGGGTTACaTGTCCTAGATGAA 

1801 + + + + + + 1860 

TTTCrrAAGAAAATACX3ATCXXaATCAACACX3ATCT 

KDSFMLGLLVLDEEEYKKHQ 

GGAGACTCCTCTGAAATTCTAGACCACTCAAGC^^ 

1861 + + + + + + 1920 

CCTglxatfXSAGACTTTAACATCrEGC^^ 

GDSSEIVDHSSQEKHIQNSR 
AGAAQ0CyiGAAAAAAATRCTTTC3ia'lC l \^ ^ 
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Figure 6 (Continued ) 

1921 + + + + + + 1980 

TCrrTCCXrA Cn ' lTlTri g^TCAAAGTAAGACA^^ 

RRVKKILSFCSIANGISQEE 

TTGAAAGtfUWlTCX3ACCX3CAAAAaGaGAGGACAT^ 
1981 + + + + + + 2040 

FKEIDRKTRGHWKRTSEVAP 

CXnXCTTCAATTTTAG?ATTTGGCrCAAAAAT^ 

2041 + + + + + + 2100 

GGAOGAACOTAAAATCTTZ^CCXSAGTTTITATGGAO^ 

PASILEFGSKIPAEWIDPSE 

TCAATTGTTCTAGAAATAAAATCACX5GTCTT^ 

2101 + + + + + + 2160 

AGTTAACAAGATCTTTATTTTAGTGCCAGAAACCTArro^ 

SIVLEIKSRSLDNTETNMQK 

TACGCTACaATTGTACTTTCnACGGTGGCT^^ 

2161 + + + + + + 2220 

ATGCX3ATGGTTAACATGAAACATGCCACCGATAACA 

YATNCTLYGGYCKRIRYDKE 

TGGACAGATTGTTACACACTTAACGACTTATACGAAAGTAGGAC^ 

2221 + + + + + + 2280 

ACCTGTCrrAACAATGTGTGAATTGCTGAATA'r^^ 

WTDCYTLNDLYESRTVKSNP 

AGCTATCAAGCXXWAGGTCACAGCrrTGGATTGATACGC^^ 

2281 + + + ■*• + + 2340 

TCGATAGTTOGCCITTCCAGTGTCXSAACC^^ 

SYQAERSQLGLIRKKRKRVL 

ATTraVGACAGCTTTCACCAAAACAGGAAACAACr^^ 

2341 + + + + + + 2400 

TAAAGTCTGTOGAAAlJUX^CJlT X VtnCL V lUXJ ^ ^ ^ 

ISDSFHQNRKQLPISNIFAG 

TTA ClUTl ' lTAU U' i UV lXJ ' itJ ' i GACTATCn^CGGft^^ 

2401 + + -4- + + + 2460 

AATGAAAAAATACAAGAGAGACTGATACAGTGCCTO^^ 

liLFYVLSDYVTEDTGIRITR 

GCAGAACrnXSAAAAAACTATTGTGGAACATGGTGG^ 

2461 + + + + + + 2520 

CGTCTTGAACTTTTTTGATAACACXnTCTAOC^^ 

AELEKTIVEHGGKLIYNVIL 

AAACXrrCATTa^TTGGGGAOGTICGGTTAATCAGOT 

2521 + + + 4- + + 2580 

ITTXXyVGTAAGTTAACCCCroCAAGCCAAT^^ 

KRHSIGDVRLISCKTTTECK 

GCTTTI^TAGATCGAaGATATGATAXATZGCAOOC^^ 
2581 4- + + ♦ + + 2640 
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Figure 6 (Continued ) 
CGAAATTATCTAGCTCCTATACTATATAAaSTCSGG^ 

ALIDRGYDILHPNWVLDCIA 

TATAAGAGCKTICATCCTCATCXSAGCCCyUl^^ 

2641 + + + + + + 2700 

ATATTCTCXXaGTIAGGACTAGCTCGGGTTAATAAaSA^^ 

YKRLILIEPNYCFNVSQKMR 

GCCXnxXKrKSAAAAAAGGGrrAGATTOTTTXMC^^ 

2701 + + -f + + + 2760 

CGGCAGOGACTTTTTTCCXIATCTAACAA^ 

AVAEKRVDCLGDSFENDISE 

ACCAAACTCTOmZATTCnATAAATCACAACTAA 

2761 + + + + + + 2820 

TCKnTPSAGAGTACTTAACATATrrAGTCTI^ 

TKLSSLYKSQLSLPPMGBLE 

2821 + + + + + + 2880 

TATCTAAGACTCXaUMSCCGCCAAAGGTAA^^^ 

IDSEVRRFPLFLFSNRIAYV 

2881 + + + + + + 2940 

GGTGCAGCGTTTTAATCXJEXSTCriTCTACri^^ 

PRRKISTEDDIIEMKIKLFG 

GGAAAAATAACa^TCAACAGTCACTnGTAACTTAA 

2941 + + + + + + 3000 

CClTlTiATTGTCTAGTTCTrcAGTGA 

GKITDQQSLCNLIXIPYTDP 

3001 + + + + + 3060 

TAAAACTCCTTTCTGaCGIVlCTTACTCCa 

ILRKDCMNEVHEKIKEQIKA 

TCIX3ATACTAXZVCXX3AAAATAGCavG^ 

3061 + + + + + + 3120 

AGACTATGATATQGCTTTTRTCGGTCCCAGCAA^^ 

SDTIPKIARVVAPEWVDHSI 

AATGAAAACTGTCAAQTOQCTGAAGAAGACTTC^ 

3121 + + + 4. + 3180 

TTACTITTCACftGTTavaSQACTT^^ 

NENCQVPEEnFPVVNY*WCV 

TTGCGGAGQCTTAATTTITrGAAGTTTaOTT;^^ 

3181 + +- ^ + + + 3240 

AAOGCCTOCXAATEftAAAAACTKa^AATAAATTMGATACSGAT^ 

LRRLNFLK FI*YyPTyVH*I 

CTTCOGTAAOGXTXTlTCAATAAGAGrX^^ 
3241 1 + + H + + 3300 
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Figure 6 (Continued) 



LP*RLSIRVEDAQLYSKDWP 

GTCAATTAACriTAAGGEAAAAAAT 
3301 ^ + 3323 

CACJITAATTCAAlTCXrmTITA 
VN*LKEK 
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